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B. SC. (HONS.) IN BIOCHEMISTRY
(BSCBCH)

Term-End Examination

June, 2024
BBCS-185 : BIOINFORMATICS

Time : 2 Hours Maximum Marks : 50

Note : (i) Answer any five questions.

(it) All questions carry equal marks.

1. Explain the following terms in 2-3 sentences :
5x2=10
(i) Systems biology
(i1) E-value in sequence alignment
(111) Orthologous sequences
(iv) Web browser
(v) Open reading frame
2. (a) Write the applications of Microsoft Power
Point. 5

(b) Discuss at least five applications of

bioinformatics. 5

P.T.O.



[2] BBCS-185

(a) How would you retrieve a protein sequence
from NCBI ? Write down the complete
steps briefly. 5

(b) Describe the classification of biological
databases based on the nature of their
data. 5

(a) Expand the following acronyms : 5x1=5
(1) NCBI
(1)) LAN
(i1) CATH
(iv) PAM
(v) PDB

(b) Match the following : 5x1=5

A B
(Bioinformatics (Purpose/
tools/ databases) Application)

(i) DDBJ (1) Phylogenetics

1) UPGMA (2) Sequence
alignment/scoring

(1) PAM (3) Protein sequence
database

(iv) QSAR (4) Nucleotide

V)

sequence database
UniPROT (5) Drug discovery
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5. Discuss any two chemical databases used in
drug design and discovery. Write down the
basic steps to download a protein 3D-structure
from RCSB-PDB. 10

6. Differentiate between the following : 2x5=10

(1) Local and Global sequence alignment
(11) PAM and BLOSUM
7. (a) What is BLAST ? Explain its different
variants. 5

(b) List the software tools available for protein
structure visualization. Explain any two of
them in brief. 5
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(@) TEThIACHT & FH-G-HH Urer STIIART
FI ==t Hifag| 5
3. (®)NCBI ¥ 30 Uk UM 3THA fhd THR
g w2 Tl =Xon ot gfer | fafaws
(@) Sfaeh SO Hi I T H N H IMUR
fiehd il 5

4. (&) Trfafaa @ €49 &1 fawr sifsT
5x1=5

(i) NCBI
(i) LAN
(i) CATH
(iv) PAM
(v) PDB
(@) fAfafaa =1 Heam i 5x1=5

S El

(AR ( T/ ITRANT )
<e1/SETEd )

(i) DDBJ (F) HIEArSHCH

(1) UPGMA (@) TIRH
GG/

(iii) PAM () WM AIHA
ECICR
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(iv) QSAR (%) FfrreEe
3T SO
(v) UniPROT () =1 femmadt

5. @iy @ie SR sfweheud W oWEM g o
TR Seed o ¥ fFf &t & ar H ==
$IfTI RCSB-PDB g1 W & 3D-HEAT <l
TRAAE ®H & AR SOl % SR § fafag)

10

6. T=fafad & &= TR *ifsu 2x5=10
() i 3R Tollee STIHT W@
(i) PAM 31X BLOSUM

7. (%)BLAST &1 &/l € ? 9 fafq= wredi st
AT IS 5
(@)U I@ET IFAHl & fau SYesd
TireaeR A 1 goas wivel fhdl &1 &

IR § He9 H gHemsy 5

BBCS-185



