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BACHELOR OF SCIENCE (GENERAL)
(BSCG)

Term-End Examination
June, 2022

BZYCT-137 : GENETICS AND
EVOLUTIONARY BIOLOGY

Time : 2 hours Maximum Marks : 50

Note: Question no. 1 is compulsory. Attempt any
four questions from Q. nos. 2 to 7.

1. (a) State the following statements as True or
False : 5x1=5

(i) Genetic disorder in which affected
males develop feminine characteristics

is called as Klinefelter syndrome.

(ii)) Barr bodies result from inactivation
of one X chromosome for dosage

compensation.
(iii) The four bases found in RNA are A, T,
G, C.

(iv) The removal of amino group from
nitrogenous base in the DNA strand is
called depurination.
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(v) Salt water as a barrier for fresh water
organisms contributes to geographical
isolation.

(b)  Define the following terms : 5x1=5
(i) Homozygous
(ii)) Chromosomic aberration
(iii) Pleiotropic gene
(iv) Ring species

(v) Allopatric speciation

2. Write short notes on the following : 2x5=10
(a) Mutagenesis

(b)  Mendel’s Law of Segregation

3. (a) Explain the molecular basis of crossing

over. 5

(b) What are multiple alleles ? Explain any

two with suitable examples. 5

4. Differentiate between the following pairs : 10
(a) Inversion and Translocation
(b)  Autopolyploidy and Allopolyploidy
(c) DNA and RNA

(d) Complementary and Supplementary Gene

Interaction
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5. Write short notes on the following : 2x5=10
(a) Neo-Darwinism

(b) Neo-Lamarckism

6. (a) Discuss the theory of biological evolution
and the diversity of life forms. 5

(b)  Discuss the concepts of homology and
analogy and their significance with

reference to evolution. 5

7. What is species extinction ? Describe the causes

and influences of big five mass extinctions. 10
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1. (%) wagu o Fafafea s gy & steEn
37T : 5x1=5
(i) oTafe srEma fed ywifad =
forifaq o fosfim = @@ @,
FATFT BT 15517 hegaTdl B |

i) wEn afgfd % fou e X o
Fafsshaar & woaEy R fuve 3w B
g |

(iii) RNAT 9T 99 a1 IR &7 A, T, G, C
g |

(iv) DNA & Te T @l 99 o ue
g % g2 Sl fewlnem a1 S R |
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(v) daviE S 1 Hi I o Sl % AU
3feriy imifereh gerereRter § ANTEH 2T B |

(@) fr=ferfaa ugi 1 aftfya $ifse 5x1=5
(i) wAgwsi
(ii) TUREHE STHMIET (TORE foae)
(iii) EIWTe S
(iv) I T
(v) Towenfaes sifa Sgwas

2. T=fafga w gfem feoafort fafaw - 2x5=10
() IcafardsH

(@) Tvsd 1 fagaeq fem

3. (%) H-fafma & onfias smam &t =awen

Hifore | 5

(@) «guciiad #1 Bld & ? Theal a1 H IuYgh
IETEA0N hl FEEAT § ST HIWT | 5
4. Tmfafea 3o § 7@ w1y Hif . 10

(%) Sfdeima qun LT
(@) TSI a1 TEGIHor
()  DNA @21 RNA
(9) o a1 HgEh S e
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5. fafaiaa w gfe fewforr fafaw - 2x5=10
(%) a-gifdarg
(W) Fa-HHTEhaTg

6. (%) Jfgs fapm 3k e wai it fafggar =+
fargra <t ==t fifvw | 5

(@) wASEal AR HEIRT hl HheddTsd 3R
forerr & ded d 3 "gw I == hifvu | 5

7. Sfd facdiod &= giar @ ? g8 d9ie SAaueh e
% HIN R W 1 JUH HIT | 10
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