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B. SC. (HONS.) IN BIOCHEMISTRY
(BSCBCH)

Term-End Examination

June, 2022
BBCS-185 : BIOINFORMATICS

Time : 2 Hours Maximum Marks : 50

Note : (i) Answer any five questions.

(it) All questions carry equal marks.

1. (a) Match the following : 5X1=5
A B
(1) Input (1) Provide 3-D
structures
(11) Protein (2) Global alignment
Data Bank
(1i11) RasMol (3) Spreadsheet
(iv) Needleman- (4) Keyboard
Wunsch
algorithm
(v) Microsoft (5) Visualisation tool
Excel
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Fill in the blanks : 5x1=5
(1) Expand CADD .................. .

(G171 I deals with the study of the

holistic genes and genetic elements.
(111) Expand WWW .................. .
iv) DDBJisa .................. database.

(07 database 1s related to

classification of protein families.

2. Describe any two of the following : 2x5=10

(a)
(b)
(c)

Scope of bioinformatics
Nucleotide database

Types of sequence alignment

3. Differentiate between the following : 2x5=10

(a)
(b)

4. (a)

(b)

Sequence identity and sequence homology
Primary and secondary database

Write the basic characteristics of an ideal
biological database. 5

Define search engine. Enlist any four
applications of a search engine with a

suitable example. 5
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5. Write short notes on any two of the following :
2x5=10
(a) Microsoft Office Word
(b) Applications of bioinformatics
(¢) Pubchem

6. Expand the following acronyms : 10x1=10
(i) NCBI
(1) BLAST
(11) WAN
(iv) MSA
(v) PAM
(vi) PCR
(vi1) GUI
(viii) EBI
(ix) RCSB
(x) CPU
7. Define any four of the following with suitable
examples : 4X 2 %=10
(1) Protein Data Bank
(1)) LAN
(i11) E-mail
(iv) Structural database
(v) Drug Bank

P.T.O.
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(i) TEHe (3) eIl

(RasMol)
(iv) e -og=1 (4) FEE
TReA
(v) WEmMEYE (5) STy
T IENEGIESNE]
ELETU
(@) fr=fafed amerl & 9@ &N @ 5x1=5
(i) CADD (#g) &I faar 2
(ii) ................... w.f \_:ﬁ:{ 3ﬁ? eﬂw
qdl ® TEHET ¥ Garud o
(111) WWW &1 ﬁ—{?ﬂ—{ .................. %l
(iv) DDBJ T& e B
v) SEEE WA B ()
& iRt § Hefud 2
2. frafafed o 9 fosl gt =1 avE ®ifSe .
2x5=10

() SEERECH &1 HrEe

P.T.O.
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(i) —IfFTRES SRy

(iii) 3TIRH T@U & TR
. frfafas o fw wifsT . 2x5=10
() oA TedH  (identity) IR 3THH

HHSAAT (homology)
() Wt R fgdas ereEE

() omeel e seEd & go fagivast &
IR # fafew 5
(@) @ M (search engine) 1 URIdA
FIFTT| 3F oW ISTAN i 3@ Afed
HHART| 5

. frafafes & § fodl ar = dfya fewfoml

fafan . 2%5=10
() TR ARy o

(i) SRR & STTTART

(iii) 99T (Pubchem)

. freafafea afaett s o1 fomar sifse .

10x1=10
() NCBI
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(i) BLAST
(iii) WAN
(iv) MSA
(v) PAM
(vi) PCR
(vii) GUT
(viii) EBI
(ix) RCSB
(x) CPU
7. fafafea § 9 fe=l o & SSewr dfed
IR shifed 4x21=10
() 9N <T@ dw
(i) LAN (3H)
(ii)) E-mail (3-9<1)
(iv) GEAHS SREd

(v) 3Ny S
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