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Note: Answer any seven questions. All questions carry
equal marks.

1. (a) Explain C-value paradox. 5

(b) Define DNA supercoiling. Differentiate

between positive and negative supercoiling. 5

2. (a) Distinguish between A form and B form of

DNA. 5
(b) Describe site specific recombination. 5
3. Write short notes on the following : 2x5=10

(a) RNA Editing
(b) DNA Melting
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4. How does DNA replication in eukaryotes differ
from that in prokaryotes ? 10

5. (a) What are Insertion Sequence (IS)

elements ? 5

(b) Draw the detailed structure of a

chromosome and label its different parts. 5

6. (a) Explain the role of topoisomerases in DNA

replication. 5
(b) Describe genomic imprinting. 5
7. Differentiate between the following : 2x5=10

(a) Conservative and Replicative Transposition

(b) Conservative and Semi-conservative
Replication
8. Define any five of the following terms : 5x2=10

(a) Exonuclease

(b) Origin of Replication
(c) Leading Strand

(d) Linking Number

(e) Telocentric

(f) Nucleosome

(g) Nucleoside
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9. (a) What are the causes of xeroderma
pigmentosum ? 5

(b) List different types of DNA repair
mechanisms. Describe any one repair
mechanism. 5

10. Write short notes of any two of the following 2x5=10
(a) Mutagenesis
(b) Spontaneous Mutation

(¢) Mitochondrial Genome

BBCCT-117 3 P.T.O.



ot . LA -117

A SO T (STH)
(. ua =t &)

AT gae

SH, 2022

= HLAL-117 - 7 wren, ufasfoa T

afegeam
g : 3 g2 ST 3% : 70
FZ: [T @ra yo7 & I e | g ye & 7 gHT
g1
1. (%) oW faQeanme 6 e Hifse | 5
(@) DNA Afugpvse 1 aRafia hife | gareass
T ROTcHS AfUFUSa H AR T Hifdg | 5
2. (%) DNAS A®Y IR B&Y T favdg HifSw | 5
(@) Ty fafdre gre w1 avfa il | 5
3. TrafafRea w aferg fewfirt fafee - 2x5=10

(%) RNA HUTEH
(@) DNA fassfaem/famrem
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4. YTFehgehi AR Gohrgehl § DNA Wdshiaad fohdl TR

ICER; 10
5. (%) TiowM 1y (IS) aw *I1 8 & ? 5
(@) ToE i forqa T w1 @ ST IR
e TafStr WM Rl AHIfeRd HIfST | 5
6. (%) DNA iispfaed § JaiesamRiss Sl fie
HHATRY | 5
(@) iAW 31Eeh &1 9uid I | 5
7. FfaRed § o T HifT 2x5=10

(%) weft 3R Hfepfash @
(@) e R ored-weh ufaehfaad

8. fFmfdfga @ @ &<l wiwr uwg & ufenfya
iy 5x2=10
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9. (%) forieat fmdmm & wror w=n & 2 5

(@) DNA afagar franfaferi @ fafvm yeri 1
Tefteg Hifm | Rt o afogar feafafy

1 U HIT | 5
10. frefafes & & fedl @ w dfym fooufomd
feffag 2x5=10
(%) IcaRadstH
(@) Ta: Icqiad
() e wfi (Sf)
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