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Note: Attempt any five questions. All questions carry

equal marks.

1. (a) Match the following : 5x1=5
A B
(i)  Output (a) Resource of
protein sequence
(ii)) Microarray (b) Small molecule
database
(iii) ZINC (¢)  Monitor

(iv) UniProt (d) Microscopic DNA

(v) SPDBV (e)  Visualisation tool
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(b) Fill in the blanks : 5x1=5

1) A computer that holds immense

processing power is known as

(i1) is the detailed sequential
study of all the Proteins and
Proteomes.

(iii)  Pythonis a language.

(iv)  PDB stands for
(v) A unit that is made up of 1000 DNA

nucleotides is

2. Describe any two of the following : 2x5=10
(a) Scope of bioinformatics
(b) Nucleotide Databases

(¢) Sequence alignment

3. Differentiate between the following : 2x5=10
(a) Sequence Similarity and Sequence Homology

(b) Local and Global Alignment

4. Write short notes on any two of the following : 2x5=10
(a) Types of BLAST
(b) Microsoft PowerPoint
(c) Search Engines
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5. (a)

(b)

(a)
(b)
(c)
(d)
(e)
)

(g)
(h)
(i)

G)

Define ‘Bioinformatics’. List any four online

bioinformatics resources. 5

Define the term biological databases.

Explain secondary databases. 5

Expand the following acronyms : 10x1=10

WWWwW
LAN
CATH
NCBI
cDNA
CADD
CPU
RAM

SIB
BLOSUM

Explain any four of the following with suitable

examples : 4x2 é =10

(a)
(b)
(c)
(d)
(e)

Genomics
Computer Storage
Web Browser
Email

WAN
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(@) for Tami # gfd Hifm 5x1=5
i = HI H S RIBED
TEHERUT/TERET gHar Bt @ 3™

_ wEdg |

G) _ WIIHT IR Wenw W
h T T shileh 3T 2 |

(iii) 93U (Python) Th YT
(language)% |

(iv) PDB T 379 7 |

vy ___ T 1000 SLUAT,
~fFeatiersg | a7 36TS 7 |

2. fr=fifaa @ & forsdl g7 o1 aviw Fifso 2x5=10

%)  SASHECH HT ThT ()

f
(%)

(@) —IfFAsierEe seEd
(

) IHH W@V (HF TAETEe)

3. fmfafed # s e fifvw . 2x5=10

(%) offFH THHAT (Similarity) 3R ITHA
HESTAAT (Homology)

(@) <ieha 3R Telieel TeTsTHe / SEoT

4. Tfafgs & @ f6dl a7 w wfem  fewafomd
fafe : 2x5=10
(%) BLAST % TR
(@) TIEshETTe qTeRuTse
() WIS 99 (Search Engines)
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5. (%) ‘SHEgHEeE *H gRivd Hifg | feel
IR HAATS TEAR-RHICH FETEAT I e
SATST | 5
(@) Sfoes seeg woe o gl Hifse |
fadiares Srere® st e I | 5

6. fafaRaa gftanff wrect o1 forar hifsre - 10x1=10

SIB
BLOSUM

dedddd
=
z

7. P § @ Rl w6 s sgel dha
RUSINEIEEE s2X-10

() S (Genomics) ?

(@) I TSR (Computer Storage)

() I9 SIS (Web Browser)

(4) Email

(¥) WAN

o
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